Factors affecting peak height variability for short tandem repeat data.
In forensic DNA analysis a DNA extract is amplified using polymerase chain reaction (PCR), separated using capillary electrophoresis and the resulting DNA products are detected using fluorescence. Sampling variation occurs when the DNA molecules are aliquotted during the PCR setup stage and this translates to variability in peak heights in the resultant electropherogram or between electropherograms generated from a DNA extract. Beyond the variability caused by sampling variation it has been observed that there are factors in generating the DNA profile that can contribute to the magnitude of variability observed, most notably the number of PCR cycles. In this study we investigate a number of factors in the generation of a DNA profile to determine which contribute to levels of peak height variability.